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Application 
 

LegiSeq™ Full length UDI-UMI adapters are intended for use in multiplex sample library 

preparation for next generation sequencing on the Illumina® sequencing platform range. 
 

 

Workflow Overview 
 

LegiSeq™ Full length UDI-UMI adapters are pre- annealed, partially double stranded 

oligonucleotides designed to be ligated to fragmented DNA samples. They incorporate 

sequences that enable attachment and bridge amplification on Illumina® flow cells, unique 

dual index sequences for multiplexing and unique molecular identifiers to uniquely label 

the starting material of each library fragment. 
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Contents 

 
All LegiSeq™ Full Length UDI-UMI Adapter sets are supplied pre-dispensed (Vertical 

dispensing arrangement-see below) and pre-annealed in 96 well plates, with one specific 

indexed adapter at 12.5µl per well at 15µM working concentration. Plates are sealed with 

a pierceable heat seal and are intended for single use. 
 

16 Reactions: 

 
 

96 / 384 Reactions: 

 
 

Handling & Storage 

 
Store LegiSeq™ Full Length UDI-UMI Adapters at -20°C. Thaw on ice before use and keep 

on ice during use- Do not allow adapters to be heated above standard room temperature. 

Adapters intended for single use, however if material is unused, plate can be re-sealed 

with a new adhesive seal, do not re-seal with a new heat seal, to avoid temperature impact 

on adapters.  
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Directions 

 

1. Thaw adapters on ice and keep on ice during use. 

2. Briefly vortex, then centrifuge plate before piercing seal 

3. Peirce and directly pipette required volume 

a. Ensuring to use a fresh pipette tip for each well to avoid cross-contamination 

of adapters and indexes 

4. Prepare ligation reaction, adding adapters at volume and molar ratio as directed 

by library preparation protocol. 

5. Incubate under ligation conditions directed by library preparation protocol. 

 

Index Sequence Files 

 
To download the file with the index sequences for use with the sample sheet for Illumina® 

Experiment Manager please visit https://www.biolegio.com/support-and-downloads  
 

 
To sequence the 9 base UMI extend the number of cycles by 9 for the i7 read.  
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Support 
For additional product support or information please contact info@biolegio.com. 

 

Legal Notice 
FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC PROCEDURES. 

All decisions regarding product use, and adherence to regulatory or legal obligations, rest solely with the purchaser. 

LegiSeq™ is a trademark of Biolegio B.V.. Illumina® is a trademark of Illumina, Inc. and/or its affiliate(s) in the US and/or 

other countries. 

 

Disclaimer 
Although the information in this document is presented in good faith and believed to be correct at the time of printing, 

Biolegio B.V. makes no representations or warranties as to its completeness or accuracy.  
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